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LUTERUN offers distinct advantages vs. ChIP-seq
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New Service: Genome-wide histone PTM profiling by
CUT&RUN- Sequencing

We now provide end-to-end CUT&RUN (Cleavage Under Target and Release Using
Nuclease) service, from cells through data.

To find out more about this service, contact us by email at garpcore@bcm.edu.




