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Gl symptoms were randomly assigned (1:1) to NTZ 500 mg twice daily or
placebo (P) for 56 consecutives doses and were followed for 6 months
Conclusion: NTZ did not shorten time to clinical resolution or viral
shedding duration but may have resulted in transient symptom
Improvement (Boutin, Catherine-Audrey, et al., 2023)

[ AIM & HYPOTHESIS j

Aim: Since NTZ treated patients experienced transient symptom
resolution, we aimed determine if NTZ administration is correlated to any
microbiome changes observed In the stool of the SOT patients compared
those of the placebo

Hypothesis: We hypothesized that NTZ maybe modulating the gut
microbiome in these patients, potentially contributing to transient symptom
Improvement, which is independent of its antiviral activity
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Fig 6. A. Alpha diversity and B. Beta-diversity plot showing no significant difference
difference in overall microbiome composition between Placebo and group at the
post-treatment phase
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[ SUMMARY & FUTURE DIRECTION

» Baseline microbiome composition was similar between the placebo and
NTZ treatment groups
» NTZ administration led to significant changes in taxonomic diversity,
affecting both alpha and beta diversity
» Differential abundance analysis showed
* Increase In Bifidobacterium dentium, which by itself and also the
factors generated by several other species of this genera are known to
Improve diarrheal symptoms
» decrease In Blautia wexlerae was observed since it Is an anaerobic
bacteria that can metabolize pyruvate using the PFOR enzyme which Is
the target for NTZ
» Pathway analyses are currently underway to explore the functional
Implications of these microbial shifts
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